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1/1 31/11 

ggc gcg get ccg etc teg get ggg gtt cgt cac tag gcg egg gat ttg gec gee gcg. ggg 
G A A P L S A G V R. H W A P* D L A A A G 
61/21 91/31 

etc egg age cgc teg etc ccg aca egg etc acg atg cgc ggc gac agg gec ggc ggg ggc 
L R S R S L PTRLTMRG D RA GGG 
121/41 151/51 

ccc gtg etc cag ttc act aac tgc egg ate ctg cgc gga ggg aaa ctg etc agg gag gat 
PVLQFTN CR ILRGGKLLRED 
181/61 211/71 

ctg tgg gtg cgc gga ggc cgc ate ttg gac cca gag aag ctg ttc ttt. gag gag egg cgc 
L W V R G G R I L D P E K L F F E E R R 
241/81 271/91 

gtg gee gac gag egg egg gac tgc ggg ggc cgc ate ttg get ccc gga ttc ate gac gtg 
V A D E R R D C G G R I L A P G F I D V 
301/101 331/111 . * 

cag ate aac cgt gga TTT GGT GTT GAC TTC TCT CAA GCC ACG GAG GAC GTG GGT TCG GGG 
Q.I N R G F G V D F S Q A T E D V G S G 
361/121 391/131 

GTT GCC CTC GTG GCC CGG AGG ATC CTG TCG CAC GGC GTC ACC TCC TTC TGC CCC ACC CTG. 
VALV AR R I L SHGVT S FC P TL. 
421/141 451/151 

GTC ACT TCC CCA CCG GAG GCT TAT CAC AAG GTT GTT CCT CAG ATC CCT GTG AAG .AGT GGT 
V T S P P E A Y H K V V P Q I P V K S G 
481/161 511/171 

GGT CCC CAT GGG GCA GGG GTC CTC GGG CTG CAC CTG GAG GGC CCC TTC ATC AGC CGG GAG 
GPHGAG'VLGLH'LEGPFI S R E 
541/181 571/191 

AAG CGG GGC GCG CAC CCC GAG GCC CAC CTC CGC TCC TTC GAG GCC GAT GCC TTC CAG GAC 
KRGAHPEAHLRSFEADAFQD 
601/201 631/211 

TTG CTG GCC ACC TAC GGG CCC CTG GAC AAT GTC CGC ATC GTG ACG CTG GCC CCA GAG TTG 
L L A T Y G P L D N V R I V T L A P E L 
661/221 691/231 

GGC CGT AGC CAC GAA GTG ATC CGG GCG CTG ACG GCC CGT GGC ATC TGC GTG TCC CTA GGG 
G R S H E V I R A L T A R G I C V S L G- 
721/241 751/251 

CAC TCA GTG GCT GAC CTG CGG GCG GCA GAG GAT GCT GTG TGG AGC GGA GCC ACC TTC ATC 
H S V A D L R A A E D A VW S G A T F I 
781/261 811/271 

ACC CAC CTC TTC AAC GCC ATG CTG CCT TTC CAC CAC CGC GAC CCA GGC ATC GTG GGG CTC 
THLF NA ML P FHHRDPG I VGL 



Fig. 3 
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841/281 871/291 

CIG ACC AGC GAC CGG CTG CCC GCA GGC OGC TGC ATC TTC TAT GGG ATG ATT OCA GAT GGC 
LTSDRLPAGRCIFYGMIADG 
901/301 931/311 

ACG CAC ACC AAC CCC GCC GCC CrG CGG ATC GCC CAC CGT GCC CAT CCC CAG GGG CTG GTG 
THTNPAALRIAHRAHPQGLV 
961/321 991/331 

CTG GTC ACC GAT GCC ATC CCT GCC. TTG GGC CTG GGC AAC GGC CGG CAC ACG CTG GGA CAG 
L VTDA. IPALGLGNGRHTLGQ 
1021/341 1051/351 

CMS GAA GTG GAA GTG SAC GGT CTG ACG GCC TAC GTG GCA GGT GAG CGC CCT GAC CCA CTG 
qEVEVDGLTAYVAGSRPDPL 
1081/361 1111/371 

GGT CCC AGG TCC CAG CCC GCA TGC CAG GTG GCC CAC GAC CCC CCC AGA GCC TGC CCT CTC 
GPRSQ PACQVAKDPPRACPL 
1141/381 1171/391 

TGC TCT CAA GGC ACC AAG ACG CTG AGT GGC AGC ATA GCC CCA ATG AAC GTC TGT GTC CGG 
CSQ GTKTLSG S .XAPMNVCVR 
1201/401 1231/411 

CAC TTC CTG CAG GCC ACA GGC TGC AGC ATG GAG TCG GCC CTG GAG GCT GCA TCC CTG CAC 
HFLQATGCSMESA LEAASLH 

1261/421 1291/431 

CCC GCC CAG TTG CTG GGG CTG GAG AAG AGT AAG GGG ACC CTG GAC TTT GGT GCT GAC GCA 
PAQLLGLEKSKGT LDPGADA 
1321/441 13S1/4S1 

GAC TTC GTG GTG CTC GAC GAC TCC CTT CAC GTC CAG GCC ACC TAC ATC TCG GGT GAG CTG 
D FVVL 3D S h H VQA T V I SGEL 
3381/461 1411 

GTG TGG CAG GCG GAC GCA GCT AGG CAG TGA CAA GGA CCT CGG CTG AGA GGA CAC CTG GCC 

VWQADAARQ* 

1441 1471. . 

GCA GCG GGA TGC CAT CAG GGC CGG GTG GTT GGG GAG CTG GTC TCC AGG GAG TGA GTC GGG 
1501 

AGC CCT GCT GGA T 



Fig. 3 (a) 
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Fig. 7 (c) 
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